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Example #5. ���
Browsing Genomic Position files.���



Step 1. ���
Download  and uncompress the Genomic Position example files :���
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Step 2. ���
Load uncompressed Genomic Position files:���
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Case1.pileup���
Case1.variants.pileup���
Control1.pileup���
Control1.variants.pileup���
���

Find the!
loaded!
files in the !
clipboard!

Click on !
‘Load GP’ !
button!
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Step 3. ���
Load uncompressed Reference Genome FASTA file.���

Note: Require .fai index���

Find the!
loaded!

genome in !
the !

clipboard!

Click on !
‘Load Genome’ !
button!



Step 4. ���
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Summary of the the Browser interface .���

Help!

Reference Genome track!

Navigation toolbar! Track tools!



Step 5. ���
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Adding new tracks I���

IMPORTANT: ���
GP files MUST be sorted. Use ‘Sort GP file’ button to sort your Case1.pileup file.���

Case1sorted.pileup file.���

Take it easy here…!



Step 6. ���
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Adding new tracks II���

Case1sorted.pileup file.���

Reference genome track!
!
!
Case1sorted.pileup.track!

Reminder: ���
Example files only includes values for chromosome 10.���



Step 7. ���
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Configuring tracks���



Step 8. ���
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Zoom���

Two ways to make zoom:���
a) Use zoom buttons or b) drag mouse to make zoom to your genomic region.���



Pile Line

For further info see PileLineGUI Documentation at:���
���
���

http://sing.ei.uvigo.es/pileline/pilelineguihelp/���


